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<210> 1 

<211> 526 

<212> DNA 

<213> Homo sapiens 



<400> 1 
atgactccat 


taggtccagc 


ttcctctctg 


ccgcaaagct 


tcctgctgaa 


atgcctggaa 


60 


caggttcgta 


aaatccaggg 


tgatggtgct 


gctctgcagg 


aaaaactgtg 


cgctacctac 


120 


aaactgtgcc 


atccggaaga 


actggttctg 


ctgggtcact 


ccctgggtat 


cccgtgggcg 


180 


ccgctgagct 


cctgcccgag 


ccaggctctg 


cagctggctg 


gttgcctgtc 


ccaattgcac 


240 


agcggccttt 


tcctgtacca 


gggtctgctg 


caagctctgg 


aaggtactcc 


ccggaactgg 


300 


gtccgaccct 


ggacactctg 


cagctggacg 


tcgctgactt 


cgctaccacc 


atctggcagc 


360 


agatggaaga 


actgggtatg 


gctccggctc 


tgcagccgac 


ccagggtgct 


atgccggctt 


420 


tcgttccgct 


ttccagcgtc 


gcgcaggtgg 


cgttctggtt 


gctagccacc 


tgcagagctt 


480 


cctggaagtt 


tcctaccgtg 


ttctgcgtca 


cctggctcag 


ccgtga 




526 



<210> 2 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys 
15 10 15 



Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin 
20 25 30 



1 



Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val 
35 40 45 



Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser Cys 
50 55 60 



Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser 
65 70 75 80 

Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He Ser 
85 90 95 



Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp 
100 105 " 110 

Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro 
115 120 125 



Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe 
130 135 140 



Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe 

145 150 155 160 

Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
165 170 



<210> 3 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 3 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe He Leu 
-11 5 10 15 



Lys Cys Leu Glu Leu Val Arg Lys He Gin Gly Glu Gly Ala Ala Leu 
20 25 " 30 



2 



lie Glu lie Leu Cys Ala Lys Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu Leu 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Lys Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Val Gly Pro lie Leu Asp Thr Leu lie Leu Glu Val Ala 
100 105 110 



Asp Phe Ala Thr lie lie Trp Gin Leu Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Lys Glu Asp Gly Gly Val Leu Val Ala lie Leu Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ala Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 4 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 4 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe lie Leu 
-11 5 10 15 



Lys Leu Leu Glu Leu Val Arg Lys lie Gin Gly Glu Ala Ala Ala Leu 
20 25 30 



Leu Glu Glu Leu Cys Ala His Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



3 



Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe Leu 
65 70 75 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Lys Leu Glu Gly He 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Lys Val Asp Thr Leu He Leu Glu He Ala 
100 105 110 



Asp Leu Ala Thr He He Trp Gin Leu Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Lys Glu Asp Gly Gly He Leu He Ala He Leu Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ala Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 5 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 5 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe He Leu 
-11 5 10 15 



Lys Cys Leu Glu Leu Val Arg Lys He Gin Gly Glu Gly Ala Ala Leu 
20 25 ^ 30 



He Glu Glu Leu Cys Ala His Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



4 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Lys Glu Thr Gly Gly Val Leu Val Ala lie Leu Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ala Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 6 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 6 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe lie Leu 
-1 15 10 15 



Lys Leu Leu Glu Leu Val Arg Lys lie Gin Gly Glu Ala Ala Ala Leu 
20 25 30 



Leu Glu Glu Leu Cys Ala His Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



5 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Val Asp Thr Leu Gin Leu Asp lie Ala 
100 105 110 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Lys Glu Asp Gly Gly lie Leu lie Ala lie Leu Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ala Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 7 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 7 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



6 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Val Asp Thr Leu Gin Leu Asp lie Ala 
100 105 110 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 8 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 8 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin lie Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



7 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp lie Ala 
100 105 110 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His lie Gin Ser 
145 150 155 



Trp Phe Glu Val Ser Tyr Arg Ala Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 9 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_j?eptide 
<222> (2) . . () 

<400> 9 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys lie Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



8 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Phe Gin Ala Phe Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 10 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 10 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Ala Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



9 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 11 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 11 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Ala Leu Glu Gin Val Arg Lys He Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
80 85 90 95 



10 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 12 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 12 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



11 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 13 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_j?eptide 
<222> (2) . . () 

<400> 13 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



12 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu He Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 14 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . {) 

<400> 14 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
- 1 1 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys He Gin Gly Asp Ala Ala Ala Leu 
20 25 30 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 

35 40 45 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 7 0 7 5 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
80 85 90 95 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Leu Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



13 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly He Leu He Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 ~ 170 



<210> 15 

<211> 175 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 15 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
_1 1 5 10 15 

Lys Cys Leu Glu Gin Val Arg Lys He Gin Gly Asp Gly Ala Ala Leu 
20 25 ~ 30 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 ^ 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
80 85 90 95 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



14 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 

<210> 16 

<211> 528 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic 



<400> 16 
atgactccat 


taggtccagc 


ttcctctctg 


ccgcaaagct 


tcctgctgaa 


actgctggaa 


60 


caggttcgta 


aaatccaggg 


tgatgcagct 


crc t c tcrcacrcr 


aaaaaat ctg 


cactacctac 


12 0 


aaactgtgcc 


atccggaaga 


actggttctg 


ctgggtcact 


ccctgggtat 


cccgtgggcg 


180 


ccgctgagct 


cctgcccgag 


ccaggctctg 


cagctggctg 


gttgcctgtc 


ccaattccac 


240 


agcggccttt 


tcctgttcca 


gggtctgttc 


caggctttcg 


aaggtatctc 


cccggaactg 


300 


ggtccgaccc 


tggacactct 


gcagctggac 


gtcgctgacc 


tggctaccac 


catctggcag 


360 


cagatggaag 


aactgggtat 


ggctccggct 


ctgcagccga 


cccagggtgc 


tatgccggct 


420 


ttcgcttccc 


ctttccagcg 


tcgcgcaggt 


ggcatcctga 


tcgctagcca 


cctgcagagc 


480 


ttcctggaag 


tttcctaccg 


tgttttccgt 


cacctggctc 


agccgtga 




528 


<210> 17 
<211> 528 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> synthetic 












<400> 17 
atgactccat 


taggtccagc 


ttcctctctg 


ccgcaaagct 


tcctgctgaa 


actgctggaa 


60 


caggttcgta 


aaatccaggg 


tgatgcagct 


gctctgcagg 


aaaaactgtg 


cgctacctac 


120 


aaactgtgcc 


atccggaaga 


actggttctg 


ctgggtcact 


ccctgggtat 


cccgtgggcg 


180 


ccgctgagct 


cctgcccgag 


ccaggctctg 


cagctggctg 


gttgcctgtc 


ccaattccac 


240 


agcggccttt 


tcctgttcca 


gggtctgctg 


caagctctgg 


aaggtatctc 


cccggaactg 


300 


ggtccgaccg 


ttgacactct 


gcagctggac 


atcgctgacc 


tggctaccac 


catctggcag 


360 


cagatggaag 


aactgggtat 


ggctccggct 


ctgcagccga 


cccagggtgc 


tatgccggct 


420 


ttcgcttccg 


ctttccagcg 


tcgcgcaggt 


ggcatcctga 


tcgctagcca 


cctgcagagc 


480 



ttcctggaag tttcctaccg tgttttccgt cacctggctc agccgtga 528 

<210> 18 

<211> 528 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic 

<400> 18 



atgactccat 


taggtccagc 


ttcctctctg 


ccgcaaagct 


tcctgctgaa 


actgctggaa 


60 


cagatccgta 


aaatccaggg 


tgatgcagct 


gctctgcagg 


aaaaactgtg 


cgctacctac 


120 


aaactgtgcc 


atccggaaga 


actggttctg 


ctgggtcact 


ccctgggtat 


cccgtgggcg 


180 


ccgctgagct 


cctgcccgag 


ccaggctctg 


cagctggctg 


gttgcctgtc 


ccaattccac 


240 


agcggccttt 


tcctgttcca 


gggtctgctg 


caagctctgg 


aaggtatctc 


cccggaactg 


300 


ggtccgaccc 


tggacactct 


gcagctggac 


atcgctgacc 


tggctaccac 


catctggcag 


360 


cagatggaag 


aactgggtat 


ggctccggct 


ctgcagccga 


cccagggtgc 


tatgccggct 


420 


ttcgcttccg 


ctttccagcg 


tcgcgcaggt 


ggcatcctga 


tcgctagcca 


catccagagc 


480 


tggttcgaag 


tttcctaccg 


tgctttccgt 


cacctggctc 


agccgtga 




528 



<210> 19 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 
<220> 

<221> mat_peptide 

<222> (2) . . () 

<400> 19 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
"I 15 10 15 



Lys Ala Leu Glu Gin Val Arg Lys He Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



16 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp lie Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 20 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 20 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 
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Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 21 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 21 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 
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Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Phe Arg His Leu Ala Gin Pro 
160 165 170 



<210> 22 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 22 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-1 1 5 10 15 



Lys Ala Leu Glu Gin Val Arg Lys He Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 
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Ser Gly Leu Phe Leu Tyr Gin Gly Leu Phe Gin Ala Phe Glu Gly lie 
80 85 90 95 



Ser Pro Glu Leu Gly Pro Thr Val Asp Thr Leu Gin Leu Asp lie Ala 
100 105 110 



Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 23 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 23 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Ala Leu Glu Gin Val Arg Lys He Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Phe Gin Ala Phe Glu Gly He 
80 85 90 95 
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Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 



<210> 24 

<211> 175 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> synthetic 



<220> 

<221> mat_peptide 
<222> (2) . . () 

<400> 24 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
-11 5 10 15 



Lys Leu Leu Glu Gin Val Arg Lys lie Gin Gly Asp Ala Ala Ala Leu 
20 25 30 



Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
50 55 60 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Phe His 
65 70 75 



Ser Gly Leu Phe Leu Phe Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
80 85 90 95 
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Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
100 105 110 



Asp Leu Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 



Phe Gin Arg Arg Ala Gly Gly lie Leu lie Ala Ser His Leu Gin Ser 
145 150 155 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
160 165 170 
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